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Supplementary Figure 1. List of proteins sampled by SMA in human CFs and VSMCs,
with few or no proteins sampled in the absence of SMA. Mass spectrometry identified
45-105 individual proteins in each sample obtained with 6.25 ppm SMA (applied for 10
minutes at 37°C in a humidified incubator), based on at least 2 unique peptide
identifications for every protein. Proteins per sample: 73.0+17.4 (CF samples); 78.7+3.3

(VSMC samples); 75.8+8.0 (all cell samples).
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Supplementary Figure 2. STRING analysis of protein-protein interactions of
extracellular vesicle-associated proteins sampled by SMA in human (a) CFs and
(b) VSMCs. Mass spectrometry identified 110 proteins associated with extracellular
vesicles in human CF and 92 proteins in VSMCs that were obtained by 6.25 ppm
SMA: membrane bound vesicle (red); cytoplasmic membrane-bound vesicle (blue);
cytoplasmic membrane-bound vesicle lumen (yellow). Line thickness indicates
confidence of interaction.
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Supplementary Figure 3. Map of proteins sampled by SMA in rat aorta ex vivo.

Mapping of identified proteins from intact tissue using SMA extraction by STRING
analysis. Subcellular localisation indicated as follows: cytoplasm (purple, 152
proteins); plasma membrane (blue, 61 proteins); actin-associated (yellow, 36
proteins). Line thickness indicates confidence of protein-protein interaction, a
confidence threshold of 0.7 (high confidence) was used for all indicated
interactions.



